
Proceedings of the Joint Meeting AGI-SIBV-SIGA
Assisi, Italy – 19/22 September, 2011
ISBN 978-88-904570-2-9

Oral Communication Abstract – 1.04

THE EPIGENETIC REGULATION OF CENTROMERE AND
CHROMOSOME SEGREGATION

TOSI F., VERNARECCI S., IULIANI M., BELLONI C., BALLARIO P., FILETICI P.

Institute of Molecular Biology and Pathology, CNR, Sapienza University of Rome, P.le A.Moro 5,
00185 Rome (Italy)

Epigenetic regulation, SAGA complex, centromere, kinetochore

The centromere is a chromosome region defined by a variant nucleosome needed to prevent
chromosome loss and aneuploidy. Loss of HAT Gcn5 causes several mitotic defects and
chromosome loss. We are studying the consequences of an aberrant epigenetic regulation caused by
deletion of key epigenetic regulators on mitotic progression in budding yeast.

We show that deletion of SAGA components HAT-Gcn5 and DUB-Ubp8 leads toan aberrant
association of histone variant at the centromere in yeast. This and other results clearly indicate an
interesting epigenetic cross-talk which regulate the main organelles controlling chromosome
segregation and Mitosis.


